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Abstract. The diaphragm is a flat muscle sheet and it is the biggest respiratory muscle. It is alone responsible for most
of the volume changes during quiet, and to a somewhat lesser degree, during forced respiration. The quantification of
true diaphragmatic motion is challenging, but at the same time a promising field of investigation in MRI of the lung.
Compared to CT, MR imaging involves longer acquisition times and it is preferable because it does not involve radiation.
On the other hand, MRI is hampered by several challenges: the low amount of tissue relates to a small number of protons
leading to low signal, countless air-tissue interfaces cause substantial susceptibility artifacts, and respiratory and cardiac
motion cause blurred imaging. MR signal is generated from protons within water molecules and organic material. The
lung parenchyma contains only about 800 g of tissue and blood, which is distributed over a volume of 4 to 6 liters.
Proton density and signal intensity are therefore extremely low compared to other parts of the body. Several groups
used static MRI at different respiratory volumes to gain further insight into the function of the diaphragm. Images were
acquired during a breath hold with a relaxed diaphragm in sagittal and coronal orientation. Most of the time during the
respiratory cycle, the diaphragm is in motion, either actively contracting during inspiration or passively expanding during
expiration. To truly understand its mode of function in contributing to lung volume changes, static analysis as described
in the previous section is not ideal. This work proposes a method to reconstruct the 3D diaphragmatic movement from
coronal and sagittal temporal sequences of MRI. It is known that the lung movement is not periodic and it is susceptible
to variations in the degree of respiration. As coronal and sagittal sequences of images are orthogonal to each other, their
intersection corresponds to a segment in the three dimensional space. A time sequence of this intersecting segment can be
stacked, defining a two dimension spatio temporal image. The proposed method searches for breathing patterns present
in spatio temporal images extracted from the intersection line between a coronal and sagittal sequences of temporal
MRI. The breathing patterns are determined by assuming that the diaphragmatic movement is the principal movement
and all the lungs structures do move almost synchronously. The synchronization was realized through a pattern named
respiratory function. A Hough transform algorithm, using the respiratory function as input, searches for synchronized
movements with the respiratory function. The temporal registration determines the instants with the same diaphragmatic
level at the intersecting line. The registration is done without the use of any triggering information and any special gas to
enhance the contrast. The temporal sequences of images are acquired in free breathing. Several results and conclusions
are shown.
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1. INTRODUCTION

The lung presents some characteristics that do not allow its movement direct observation. The use of devices for
obtaining images of internal organs is the only way to view the lung movement. Currently, several techniques for modeling
the movement of the lung during respiration, exclusively based on CT images, have been proposed (Lujan et al., 1999; van
Herk, 2004; Keall et al., 2005; Sarrut et al., 2007). The large FOV (Field of View) of the lung, however, makes repeated
use of these systems prohibitive due to high radiation exposure.

Considering the safety of subjects, MR devices are preferable. Moreover, MR is hampered by several aspects: the
small amount of tissue refers to a small number of protons leading to signs with poor quality, several interfaces of air layer
cause substantial artifacts, and respiratory and cardiac motion cause the blurring. The MR signal is generated from the
protons in water molecules and organic material. Lung parenchyma contains only about 800 g of tissue and blood, which
is distributed in a volume of 4 to 6 liters. However, the proton density and signal intensity are extremely low compared to
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Figure 1. Illustration of an arbitrary intersection parallel to the time axis with an STV.

Figure 2. Example of MR image of the chest and a 2D vertical spatio-temporal (2DST) image.

other parts of the body.
The rapid movement of body structures (for example, the pulsating movement of liquid within the vessels) during MR

measurements results in inconsistencies in phase and amplitude of the magnetization. This disorder affects magnetization
in the imaging of these structures, making them visible only in some instants (blurring and ghosts). Sequences with bal-
anced steady state free precession (SSFP) as the TrueFISP sequence (True Fast Imaging with Steady-state free Precession)
are particularly suitable for obtaining MR images of the lung because of its high SNR (Signal to Noise Ratio) efficiency
(Kauczor, 2009).

Few papers analyze the motion of the lung using MR images. Iwasawa et al. (2002) evaluated quantitatively the
movement of the diaphragm by analyzing the total movement of the diaphragm in a respiratory cycle. The movement
of the lungs and its variation in time is of particular interest, and approaches to gain this knowledge were proposed.
Cluzel et al. (2000) managed to obtain a 3D MR image of the lung with breath hold, shortening the exposure time for
each image. Gauthier et al. (1994) evaluated not only the area of the diaphragm, but also the shape of the diaphragm
at different lung volumes and Gierada et al. (1995) considered the diaphragmatic motion using MR sequential images
taken during a quiet breathing. Nakamura et al. (2005) and Tsuzuki et al. (2009) investigated the temporal registry of
vectorial coronal and sagittal lung silhouettes extracted from MR images. A vectorial lung silhouette is extracted through
different approaches, resulting in polygonal representations for coronal and sagittal silhouettes. An animated 3D model
of the lungs is created by composing the silhouettes representing coronal and sagittal planar cross sections. Haneishi et al.
(2009) created an animated 3D model by correlating sagittal slices and a specially chosen coronal slice through a pattern
matching algorithm. Oechsner et al. (2009) proposed a technique for the acquisition of temporal sequences of images free
of artifacts using navigator echos that are focused at the apex of the hemidiaphragm, and the position of the diaphragm is
monitored to determine the level of inflation. Singh et al. (2008) used dynamic sequences of MR images to create a 4D
representation of the swallowing process in which, sagittal and coronal slices were recorded versus time.

Figure 3. A standard fs(t) respiratory function.
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There are essentially two different approaches to register images of respiratory movement. The static approach uses
standard image sequences, which are obtained with breath holding at different instants, and this is repeated to obtain
images in at least two different respiratory positions. It has the advantage of providing anatomical details that are useful
for further analysis, as the application of registration algorithms. The disadvantage is that the lung may reach a state of
tension and pressure with uniform distribution when the breath is held (Kauczor, 2009). The second approach, which is
used in this work, uses rapid imaging to capture images during free breathing. Unfortunately, the gains in speed always
leads to a reduction in detail.

In this paper, the animated diaphragmatic surface is reconstructed using several coronal and sagittal MR sequences of
images. Section 2 explains how synchronous movement patterns are automatically determined by the Hough transform
algorithm. An active contour algorithm is used to adjust small discrepancies created by the synchronicity restriction. The
diaphragmatic respiratory patterns are manually determined. In the following, the temporal registration algorithm, based
on diaphragmatic surface level and respiratory phase is explained. As time is a discrete variable, it is not possible to
ensure that the temporal registration can be realized in all situations. The used approach can determine if the temporal
registration can be done using the given sequence of images. If it is not the case, the algorithm determines between
which two images the registration should happen and how far the registration is. The registration algorithm is explained
in section 3. Section 4 shows some results and section 5 presents the conclusions.

2. Respiratory Patterns

In the case of the lung, a volumetric 3D description can not be obtained by MR. As the MR imaging process is slow,
it is possible to obtain temporal sequences of images representing 2D slices in 3D space. The image on each slice is
obtained at different time instants, with the lungs in different states of inhalation and exhalation. In this section, the
temporal registration based on respiratory patterns is explained.

2.1 Standard Respiratory Function

A temporal sequence of MR images of the lung can be stacked, defining a spatio-time volume (STV) I(x, y, t), where
x and y are pixel coordinates and t is time. Consider an arbitrary plane α, parallel to t and y axis, which passes through a
point (xs, ys). The intersection of STV I(x, y, t) with the arbitrary plane α defines a 2D spatio-temporal (2DST) image
as illustrated in Fig. 1. Fig. 2 displays a vertical 2DST image. One can see the presence of movement patterns associated
with internal structures and organs boundaries.

A standard fs(t) respiratory function is determined around the diaphragmatic region. The diaphragmatic surface is
easier to observe with a good contrast, since its motion has a larger amplitude when compared to other thoracic structures.
A fs(t) is shown in Fig. 3, representing a sequence of nonnegative integer values in time. A fs(t) is within the range
[0, fmax], where fmax is the maximum amplitude.

Therefore, the standard respiratory function is an estimate of pulmonary structures movement in an 2DST image. It is
the input to the Hough transform to determine the presence of synchronous movements during free breathing. The Hough
transform is applied to edge images.

2.2 Hough Transform as a Tool to Find Respiratory Patterns

The Hough transform is a feature extraction technique used in image analysis, computer vision and digital imaging
(Duda and Hart, 1972; Kiryati et al., 1991). It is usually used to detect straight lines and curves. The aim of the technique
is to find instances of imperfect patterns through a voting procedure. A new Hough transform was proposed by Matsushita
et al. (2004) to determine the presence of respiratory patterns fk(t) in 2DST images. It is assumed that each point moves
in time according to a standard respiratory function up to a scale and an offset. Hence, the temporal movement is described
by

fk(t) = y = a · fs(t)− b (1)

where a and b are scale and offset of fs(t), respectively. The search for respiratory patterns fk(t) can be summarized
as the identification of a large set of pairs (a, b) for the largest possible number of 2DST images for a given STV. The
Hough transform uses edge images to determine the presence of respiratory patterns associated with internal structures
and organs boundaries.

An edge image is determined from a 2DST image using a gradient filter (Heath et al., 1998). A respiratory pattern
is fully specified by a pair (a, b). To detect a respiratory pattern, the Hough transform maps each edge pixel (t, y) from
the 2DST image into lines in the quantized space (a, b), where contributions from each pixel (t, y) to the quantized space
(a, b) are accumulated. A matrix is used to represent the quantized space. Each pixel (t, y) in 2DST edge image represents
a line in quantized space, the cells where the line passes are adequately incremented. This process is repeated for all edge
pixels. Every cell within the quantized space maps a respiratory pattern in the 2DST image.
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(a) (b)

Figure 4. (a) The Hough transform, the 2DST image is on the left and the quantized space is on the right. The respiratory
pattern in the 2DST image is mapped to a cell in the quantized space. (b) The region that needs to be re-sampled is
displayed in green. This region contains all lines that pass through the cell with greater intensity and has slope internally

to the range [0, fmax].

Thus, the intensity of each cell (a, b) in the quantized space is associated with the probability of finding a respiratory
pattern. Fig. 4.(a) displays two pixels from a 2DST image that were mapped to two lines in the quantized space. These
two lines intersect at a cell in the quantized space, this cell is mapped to a respiratory pattern containing both original
pixels in the 2DST image. The cell with higher value has greater confidence representing a respiratory pattern. Assuming
that this cell is (a1, b1), the following respiratory pattern is represented

y = fk(t) = a1 · fs(t)− b1. (2)

To make the search for others respiratory patterns, it is assumed that no internal organs intersect each other. Conse-
quently, no intersection of respiratory patterns is allowed. The pixels belonging to the just found respiratory pattern are
re-sampled with negative values and the quantized space is updated. In this process, all respiratory patterns that intersect
the just found respiratory pattern, are removed. This process can be defined by noting that fs(t) is limited by the interval
[0, fmax], which defines the limits of the straight line slope in the quantized space, as shown in expression (2). Thus,
any line passing through (a1, b1) in the quantized space with angular coefficient internal to the interval [0, fmax] must be
re-sampled negatively, or have their pixel intensity set to zero in the quantized space (see Fig. 4.(b)). As all intersecting
respiratory patterns were removed, a new peak in the quantized space can be found and the re-sampling process can be
performed again. This process is repeated as many times as necessary.

Usually, image processing algorithms assume that a pixel represents an exact location. In practice, discreteness pre-
vails; in the input stage, the data is obtained from a discrete domain (for example, by MR scanners). In the quantization
stage, the algorithm is computed using an accumulating matrix that is discrete. However, it is theoretically supposed to
be continuous. In this scenario, the algorithm that does not take into account such discreteness, often fails with severe
consequences. Tavares et al. (2009) improved the Hough transform by applying interval arithmetics.

2.3 Active Contour Algorithm (Snakes)

The Hough transform determines synchronized movements in the 2DST image, however it is known that the lung
movement is not totally synchronous. The active contours algorithm proposed by Kass et al. (1987) removes the syn-
chronicity restriction. In this algorithm a curve is defined within the image domain and it moves under the influence of
internal and external forces. These forces are defined so that the curve deforms and converges to the contour of a desired
object in the image.

In this work, it is used the greedy snake algorithm proposed by Williams and Shah (1992). The greedy snake algorithm
is more stable and shows a considerable improvement in the speed of convergence of the curve compared with the original
method. The respiratory pattern resulting from the Hough transform is the initial guess for the active contours algorithm.
A respiratory pattern fk(t) is a set of pixels with only one pixel for each vertical line (see Fig. 5) and it is given by

fk(t) = {y1, y2, · · · , yn}

where 1 ≤ t ≤ n, n is the number of frames. The energy function to be minimized is defined as

E(fk(t)) = Eint(fk(t)) + Eimage(fk(t))

where Eint is the internal energy and it is defined as

Eint(fk(t)) =
1

2

(
α · |∂fk(t)

∂t
|2 + β · |∂

2fk(t)

∂t2
|2
)

(3)
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Figure 5. A respiratory pattern resulting from the Hough transform. The active contours algorithm searches for a position
of smaller energy in the vertical adjacency of the pixels belonging to the respiratory pattern.

(a) (b) (c) (d)

Figure 6. (a) The original 2DST image. (b) The edge image. (c) Respiratory pattern detected by the Hough transform. (d)
Respiratory pattern detected by the active contours algorithm.

where α and β are positive parameters. Eimage is the term that attracts the respiratory pattern to the pixels with higher
intensity in the edge image. It is defined as

Eimage(fk(t)) = −
γ

σ(fk(t))
· |∇I(fk(t))| (4)

where γ is a positive parameter, σ(Fk(t)) is the pixel intensity standard deviation of the pixels that define the respi-
ratory pattern candidate and ∇I(Fk(t)) is the edge pixel intensity average of the edge pixels that define the respiratory
pattern candidate. The algorithm initially analyzes the odd verticals and in the sequence the even verticals. In the search
of respiratory patterns with smaller energy, the vertical adjacency of each pixel present in the respiratory pattern is ana-
lyzed. The process is repeated until no change occurs. Fig. 6 shows the result of the active contours algorithm. It was
empirically observed that the contribution of the image component Eimage(fk(t)) has a greater influence on the final
result. We decided to maintain the ratio γ/α = γ/β > 1.0 constant. The values used in this study were α = 0.7, β = 0.7
and γ = 1.2. The Hough transform and the active contours algorithm were used to determine the lung contour in temporal
sequences of coronal and sagittal images by Tavares et al. (2010).

2.4 Temporal Registration

Stevo et al. (2009) proposed a coronal sagittal mapping where the segment associated with the intersection between
sagittal and coronal images. Fig. 7 shows two sequences of images: coronal and sagittal. Fig. 7.(a) (Fig. 7.(c)) shows a
vertical line representing the intersection of this coronal (sagittal) sequence with the sagittal (coronal) sequence of images.
Both verticals represent the same segment in the 3D space. The 2DST image extracted from the coronal (sagittal) sequence
of images at this position is shown in Fig. 7.(b) (Fig. 7.(d)). A temporal registration happens when a fixed coronal (sagittal)
image and a sagittal (coronal) temporal sequence of images are given. The registration algorithm searches for a frame
from the sagittal (coronal) temporal sequence of images that fits the given fixed sagittal (coronal) image. Fig. 7.(e) shows
a temporal registration where the frame from the coronal sequence that fitted the fixed sagittal image was determined.

Stevo et al. (2009) proposed two fitting algorithms based on discrete Fourier transform and pixel by pixel comparison.
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(a) (b)

(c) (d) (e)

Figure 7. (a)-(b) The coronal image has a vertical line showing where the 2DST image was obtained. 21 respiratory
patterns were found by the Hough Transform algorithm. (c)-(d) The sagittal image has a vertical line that shows where
the 2DST image was obtained. 21 respiratory patterns were found by the Hough Transform algorithm. (e) Result of the

temporal registration algorithm.

Figure 8. Each graph compares the diaphragmatic level of a fixed sagittal (coronal) image and the diaphragmatic respira-
tory pattern extracted from a coronal (sagittal) temporal sequence of images. The fixed images used in this graph are 37-th
sagittal image, 7-th and 28-th coronal images. Graph 36–sagittal is a coronal diaphragmatic respiratory pattern subtracted

from the diaphragmatic level from the 36–th sagittal image. The other graphs are similarly constructed.



Proceedings of COBEM 2011
Copyright c© 2011 by ABCM

21st International Congress of Mechanical Engineering
October 24-28, 2011, Natal, RN, Brazil

(a) (b)
Figure 9. (a) Four sagittal images were registered with a coronal image. All images are in the same breathing phase with
the same diaphragmatic level. (b) The same four sagittal images shown in (a) were registered to another coronal image in

the same breathing phase.

This algorithm is solely based on the intensity of the pixels which are strongly affected by the blurring and ghosting.
Sato et al. (2011) proposed a fitting algorithm where the diaphragmatic surface level and the respiratory phase from the
fixed image are compared to the diaphragmatic respiratory pattern and respiratory phase (inspiration or expiration) from
the temporal sequence. A temporal registration happens when diaphragmatic level and respiratory phase from the fixed
image and a frame from the temporal sequence of images match.

Fig. 8 shows diaphragmatic respiratory patterns subtracted from a diaphragmatic level. The diaphragmatic level is
obtained from the fixed image and represents the level of the diaphragmatic surface at the intersecting segment with the
temporal sequence of images. The diaphragmatic respiratory patterns are extracted from Fig. 7.(b) and (d). Fig. 8 shows
two diaphragmatic respiratory patterns subtracted from three diaphragmatic levels. When a curve crosses the x axis means
that a temporal registration happens. One can observe that 28–th coronal and 36–th sagittal are a temporal registration pair.
Stevo et al. (2010) used this algorithm to determine several coronal (sagittal) images that fits a given sagittal (coronal)
image. Fig. 9 shows an example of the multiple registration algorithm.

As time is a discrete variable, it is possible that there is no image to realized the temporal registration. The approach
proposed by Sato et al. (2011) can determine if such situation happens and between which two frames the temporal
registration must happen. This situation is illustrated by graph 7–th coronal in Fig. 8. The registration for the fixed 7–th
sagittal must happen between the 35–th and 36–th frames from the sagittal sequence.

3. Diaphragmatic Surface Reconstruction

The diaphragmatic surface can be reconstructed by applying the temporal registration algorithm several times. The
situation where the diaphragmatic respiratory pattern cannot be fitted is solved by determining the fitting position as
an interpolation and the diaphragmatic silhouette is translated to the interpolated position. Fig. 10 shows the proposed
algorithm. Considering that a sagittal sequence of MR images is fixed. There are 12 sagittal and 9 coronal MR temporal
sequences of images. The registration happens by comparing 2DST images from the 9 coronal MR temporal sequences
with the diaphragmatic level of the fixed sagittal image.

4. Results

The MR image sequences used in the experiment were obtained by Symphony (1.5T) made by Siemens, using True-
FISP. MR images were obtained from six healthy nonsmokers. Table 1 shows some characteristics of the subjects and
sequences. Initial images in dynamic data sets were acquired in the transient state of magnetization, so they have high
signal intensity and different contrast. The analysis included all acquired images, including the initial images. Fig. 7
shows an example of the Hough transform result where several respiratory patterns were found. In this work, it was used
25 sagittal and 31 coronal sequences of images from the same subject obtained at different instants of time, and each
image sequence has 50 images. Figs. 11.(a)-(d) show the diaphragmatic surface reconstructed based on four distinct fixed
sagittal images.

Several authors make strong assumptions on the regularity of respiratory movement and parameterize the respiratory
motion as one respiratory period, very similar to standard lung function proposed here. They merge all images that
are in the same respiratory phase and consider all collected images belonging to a single respiratory period. Though
breathing clearly shows a repetitive nature, reducing the strain of respiratory organs to just one respiratory period ignores
the complex variability of the organs and in some cases it may be a very rough approximation. This leads to artifacts
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Figure 10. The diaphragmatic surface is reconstructed by applying the temporal registration algorithm at every intersecting
segment. In this example, there are 12 sagittal and 9 coronal temporal sequences of images. Initially, the fixed sagittal
(coronal) image is selected. Its associated diaphragmatic levels and respiratory phase at the intersecting segments with
all coronal (sagittal) temporal sequences are determined. The corresponding diaphragmatic level and respiratory phase is

compared with the coronal (sagittal) diaphragmatic respiratory pattern and a registration frame is determined.

(a) (b)

(c) (d)

Figure 11. (a)-(d) Sequence of four reconstructed diaphragmatic surfaces based on fixed sagittal images.
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Table 1. Characterization of the MR coronal and sagittal image sequences used in the experiments obtained from six
healthy subjects. All sequences have 256 × 256 pixels, repetition time of 2.33 ms, echo time of 1.16 ms, thickness of

10mm and the number of images in each sequence is 50

Sub. fov - cor (mm) fov - sag (mm) total time (s) age
A 420× 420 380× 380 17 31
B 420× 420 380× 380 11 31
C 420× 420 380× 380 11 24
D 450× 450 450× 450 27 58
E 420× 420 380× 380 11 50
F 450× 450 450× 450 11 28

in the reconstructed images and considerable uncertainty (Vedam et al., 2003; Fitzpatrick et al., 2006). In the method
proposed in this work, the MR sequence of images are obtained from free breathing and the complete sequence of images
is considered by analyzing the diaphragmatic respiratory pattern. Intermediary information is interpolated from two
consecutive frames.

von Siebenthal (2008) tracked vascular structures present in liver sagittal images during a complete breathing cycle,
and used a “navigator” slice containing transverse vessels that are distributed throughout a slice of the liver and are also
easily traceable. He followed the movement of the vascular structures of the liver in 2D space. Several authors have used
a similar approach to track the internal structures of the lung in the sequences of images obtained from CT (Sarrut et al.,
2007; Coselmon et al., 2004; Rietzel and Chen, 2006; Castillo et al., 2009). In the method proposed in this work, the
intersecting segment between coronal and sagittal images is analyzed. This way, variations in time of the diaphragmatic
surface movement can be determined and considered in the registration.

The approach proposed here is convinced that the diaphragm was properly constituted in the process of free breathing.
When available in both images (coronal and sagittal), the internal structures of the lung are also properly registered. A
disadvantage is that, currently, breathing patterns resulting from the Hough transform had to be manually filtered.

5. Conclusions

A method for 3D animated reconstruction of the diaphragmatic surface using MR sagittal and coronal images acquired
during free breathing is proposed in this work. The Hough transform in combination with the active contours algorithm
determined several respiratory patterns. Respiratory patterns associated with the diaphragmatic surface were determined.
The temporal registration based on respiratory patterns associated with the diaphragmatic surface showed to be effective.
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